Xiao Xu (Max)
191 Lenox Street, Port Jefferson Station, 11776, New York;
Primary Phone: 631-645-1770; Email: slowsmile820@gmail.com
	Objective:  Looking for a full time job in the field of Biostatistics and Bioinformatics in the year of 2011.
Profile:

· Motivated biostatistician and bioinformatics analyst with 4+ years of working experience at Stony Brook University Health Science Center and Applied Math Department.
· Worked as both team member and group leader on 7+ medical/biological research projects.
· Proficient speaker in both English and Mandarin with good personal and communication skills. 
Education:

· Doctor of Philosophy in Biomedical Engineering, Aug. 2011. SUNY at Stony Brook, Stony Brook, NY, U.S.
· Master of Science in Biomedical Engineering, Dec. 2008.   SUNY at Stony Brook, Stony Brook, NY, U.S.
· Bachelor of Science in Chemistry.  Jun. 2006.  Chemistry Department, Xiamen University, Fujian, China
Employment:
· Research Assistant, Hematology Department, Stony Brook University Health Science Center, July 2007 --- Now (Current job).
Working Experiences:

1. Performed discriminant analysis in class prediction modeling of thrombocytosis using genetic biomarkers.
2. Designed and performed comparative functional genomics analysis in mouse-to-human hepatocellular carcinoma modeling study.

3. Processed and analyzed platelet microRNA data on both microarray and qPCR platforms using a variety of genetic profiling approaches.

4. Performed platelet microRNA-mRNA correlation analysis using repeated measures ANOVA, GLM and external database incorporation. 

5. Performed survival analysis in gastric cancer study on the prognostic significance of miR-181b and miR-21.

6. Processed and analyzed microarray data in Crohn’s disease genetic study using SAM and classification modeling methods.

7. Analyzed platelets genetic data in differentiation of hematopoietic cell lines using various genetic profiling methods including differentially expressed gene searching algorithms, clustering and machine learning methods.
Computer Skills:
· Programming language:   Experienced R/S-plus, Certified SAS, Experienced Matlab, Perl, Visual Basic.
· Operating System:   Windows, Mac-OS-X, UNIX.

· Professional Applications:   SPSS, Ingenuity IPA, GeneSpring GX, Microsoft office (including macro use). 
Research Experience and Publications:
Published work: 
· Gnatenko DV, Zhu W, Xu X, Samuel ET, Monaghan M, Zarrabi MH, Kim C, Dhundale A, Bahou WF. Class prediction models of thrombocytosis using genetic biomarkers, Blood, 7(115), 2010
Contribution: In charge of data analysis
Paper in review: 

· Jiang J, Zheng X, Xu X, Zhou Q, Yan H, Zhang X, Lu B, Wu C; Ju J. Prognostic Significance of miR-181b and miR-21 in gastric cancer patients treated with S-1/Oxaliplatin or Doxifluridine/Oxaliplatin, Submitted to Clinical Cancer Research in early May 2011
Contribution: In charge of data analysis, Jan. 2011 – Now
On-going research:
· Developed computational approaches to Identify platelet microRNAs signatures in patients with thrombocytosis. (First author, Manuscript to be submitted soon, Mar. 2010 – Now)
· Analyzed the study of novel role of Wnt pathways in Human Hepatocellular carcinoma (Co-author, primary biostatistician, Manuscript to be submitted soon, May 2010 – Now).
· Analyzing Next Generation Sequencing data to identify differentially expressed genes and potential SNPs from essential thrombocytosis patients using Cufflinks algorithms under LInux environment (Co-author, primary biostatistician, April 2011 – Now)
Other Research experiences:
· Analyzed platelet mRNA and miRNA microarray data in aspirin administration study (Serve as the biostatistician, Jun. 2009 – Now). 
· Participated in thrombocytosis platelet database construction (Providing bioinformatics analysis, Mar. 2011 – Now)
· Analyzed microarray mRNA data of Purkinje and basket cells on a mouse model. (Serve as the biostatistician, Feb. 2008 – Aug. 2008)
· Analyzed blood proteomics data and correlated to platelet mRNA database using VBA programming. (Serve as the data analyst and software engineer, July 2007 – Mar. 2008
· Performed chemistry experiments and analyzed the data on dynamic drug release study in mouse wound healing study (Serve as lab technician and data analyst, Jan. 2007 – June.2007)
· Assisted In brain imaging analysis in response to drug addiction, Medical Department, Brookhaven National Laboratory, NY. (Serve as the data analyst, Oct.2006 – Dec.2006).


